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Supplemental Figure 1 Time course of vascular barrier disruption and 

remyelination. 

(A) Representative image of spinal cord sections labeled with NeuN. Sections were 

prepared 3 days after LPC injection. Graph show NeuN
+
 cell density in the spinal cord 

section (n= 4 for Control, n= 6 for LPC); P = 0.70913. (B) Representative images of 

spinal cord sections visualized with MBP (upper panel) and endogenous IgG (lower 

panel). Sections were prepared 3 days after saline injection. (C) Representative images 

of brain sections visualized with MBP (upper panel) and endogenous IgG (lower panel) 

the indicated number of days after removal of the cuprizone diet. Graphs show the time 

course of demyelination the indicated number of days after removal of the cuprizone 

diet (n = 3 each); P = 0.0017 as determined by Student’s t-test or ANOVA with Tukey’s 

test. Error bars represent s.e.m. NS indicates no significant difference. Scale bars: 100 

m for A and B, 50 m for C. 

  

  



B

SerumControl

1.5

2

2.5

3

1

0.5

0

B
rd

U
 in

co
rp

or
at

io
n

PDGFRα+ cell

N
um

be
r o

f B
rd

U
+  

P
D

G
FR

α
+  

ce
lls

 (/
 m

m
2 )

0

100

200

300

400**

**

R
el

at
iv

e 
FG

FR
1 

m
R

N
A

** **

** *

R
el

at
iv

e 
FG

FR
2 

m
R

N
A

R
el

at
iv

e 
FG

FR
3 

m
R

N
A

R
el

at
iv

e 
FG

FR
4 

m
R

N
A

R
el

at
iv

e 
β-

kl
ot

ho
 m

R
N

A

Control
siRNA

FGFR1
siRNA

FGFR2
siRNA

FGFR3
siRNA

FGFR4
siRNA

β-klotho
siRNA

Control
siRNA

Control
siRNA

Control
siRNA

Control
siRNA

0

1

0.2

0.4

0.6

0.8

1.2

0

1

0.2

0.4

0.6

0.8

1.2

0

1

0.2

0.4

0.6

0.8

1.2

0

1

0.2

0.4

0.6

0.8

1.2

0

1

0.2

0.4

0.6

0.8

1.2

P
D

G
FR

α
B

rd
U

O
ve

rla
y

SerumControl 

SerumControl

**

B
rd

U
 in

co
rp

or
at

io
n

1.5

2

2.5

1

0.5

0

B
rd

U
 in

co
rp

or
at

io
n

1.5

2

2.5

1

0.5

0

3

Serum
Control

Serum
Control

0 3 10 30 0 3 10 30

PD173074 (nM) NF449 (µM)

**

##

##

**

#

#

C

D

A



48 
 

Supplemental Figure 2 FGF21 signaling is involved in circulating factor–mediated 

OPC proliferation. 

(A) Concentration-dependence of BrdU incorporation in PDGFR
+
 OPCs cultured with 

adult mouse serum (n = 6); P < 0.0001. (B) Representative images of OPC culture 

isolated using A2B5-positive microbeads. Cells were cultured with adult mouse serum, 

and then double-labeled for PDGFRand BrdU. No cells that were double-labeled for 

GFAPand BrdU were detected in the culture. Graphs show quantitation as indicated in 

each images. (n = 9); P <0.0001. (C) BrdU incorporation in OPCs after serum 

stimulation with PD173074 (left, n = 4) and NF449 (right, n = 4); P < 0.0001 (left 

graph), P = 0.0009, 0.0231, 0.0013 (right graph, left to right). #, ## compared with 

serum treatment. (D) Relative expression of FGFRs mRNA in OPCs after transfection 

with siRNAs against the indicated FGFRs. A2B5
+
 cells were isolated 48 h after 

transfection (n = 3 for FGFR1, n = 4 for FGFR2, n = 5 for FGFR3, n = 3 for FGFR4, 

n = 4 for -klotho); P = 0.0022, 0.0001, 0.001, 0.0001, 0.023 (left to right) as 

determined by Student’s t-test, ANOVA with Tukey’s post-hoc test. Error bars represent 

s.e.m. NS indicates not significant. Scale bars: 50 m.  
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Supplemental Figure 3 Astrocyte is not involved in FGF21-mediated OPC 

proliferation. 

(A) BrdU incorporation in astrocyte 3 days after stimulation with the indicated 

concentrations of FGF21 (n = 4), P =0.8956. (B) Change in MTT reduction in OPCs 48 

h after -klotho siRNA transfection (n = 6); P = 0.7936. (C) Representative images of 

cultures labeled for MBP and DAPI. OPCs were transfected with -klotho siRNA. 

Graphs show quantitation as indicated in each image (n = 4); P = 0.4044. (D) 

Representative images of culture labeled for MBP and DAPI. OPCs were treated with 

recombinant FGF21. Graphs show quantitation as indicated in each images (n = 3); P = 

0.9321, 0.6148, 0.6744 (left to right). (E) BrdU incorporation in A2B5
+
 OPCs 3 days 

after stimulation with astrocyte supernatant. Astrocytes were cultured for 1 day with or 

without stimulation with adult mouse serum. After culture, the astrocyte supernatant 

was collected and added into the A2B5
+
 cell culture (n = 6); P = 0.0002 as determined 

by Student’s t-test, ANOVA with Tukey’s post-hoc test. Error bars represent s.e.m. NS 

indicates not significant. Scale bars: 50 m. 
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Supplemental Figure 4 FGF21 in the CNS from the circulation. 

(A) Relative expression of FGF21 mRNA in pancreas 2 days after siRNA transfection 

(n = 3); P = 0.0001. (B) FGF21 content in serum of mice that received FGF21 siRNA 

transfection (n = 3 for control siRNA, 5 for other groups). Serum was prepared the 

indicated number of days after siRNA injection; P = 0.0004, 0.0047 (left to right) as 

determined by Student’s t-test or ANOVA with Dunnett’s test. Error bars represent 

s.e.m. 
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Supplemental Figure 5 Peripheral Fgf21 promotes OPC proliferation and 

remyelination. 

(A) Quantitations of Fgf21 mRNA in the spinal cord 3 days after LPC injection (n = 4); 

P = 0.0353. NS indicates not significant. (B) Relative intensity of fluorescence in the 

spinal cord 3 days after LPC injection. WT mice intravenously received recombinant 

FGF21 which is labeled with HiLyte Fluor 555 (n =3); P = 0.004. (C) Measurement of 

FGF21 in spinal cord (pg/g) of Fgf21-knockout mice (n = 3) infused subcutaneously 

with FGF21 for 7 days; P = 0.0191. (D) Representative images of spinal cord sections 

labeled for PDGFR. Spinal cord sections were obtained from Fgf21-knockout mice 

and control littermates. Graphs show quantitations as indicated in the images (n = 4); P 

= 0.1091. NS indicates not significant. (E) Representative images of spinal cord 

sections double-labeled for PDGFR and BrdU. Spinal cord sections were obtained 

from Fgf21-knockout mice and control littermates. Graphs show quantitations as 

indicated in the images (n = 3); P = 0.7953. (F) Representative images of spinal cord 

sections labeled for MBP. Spinal cord sections were obtained from Fgf21-knockout 

mice and control littermates. Graphs show quantitations as indicated in the images 

(n = 4); P = 0.5106 as determined by Student’s t-test. Error bars represent s.e.m. NS 

indicates not significant. Scale bars: 50 m for D and E, 200 m for F.  
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Supplemental Figure 6 Peripheral Fgf21 does not associate with demyelination. 

(A) Representative images of spinal cord sections labeled for MBP 3 days after LPC 

injection. Spinal cord sections were obtained from Fgf21-knockout mice and control 

littermates. Graphs show quantitations as indicated in the images (n = 3); P = 0.45144. 

(B) Representative images of spinal cord sections labeled for GFAP 7 days after LPC 

injection. Spinal cord sections were obtained from Fgf21-knockout mice and control 

littermates. Graphs show quantitations as indicated in the images (n = 3); P = 0.8851 as 

determined by Student’s t-test. Error bars represent s.e.m. NS indicates not significant. 

Scale bars: 200 m for A, 50 m for B.  
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Supplemental Figure 7 -klotho expression is involved in OPC proliferation after 

demyelination. 

(A) Representative images of spinal cord sections double-labeled for PDFGR and 

-klotho. Graphs show quantitation as indicated in the images (n = 3); P = 0.0145, 

0.0005 (left to right). (B) Representative images of spinal cord sections triple-labeled 

for PDFGR, Ki67, and -klotho. Spinal cord sections were obtained 7 days after LPC 

injection. Graphs show quantitation as indicated in the images (n = 3); P = 0.011. Open 

arrowhead indicates a Ki67-positive cell labeled with PDGFR. White arrowhead 

indicates a Ki67-negative cell labeled with PDGFR. (C) Representative image of 

spinal cord sections double-labeled for O4 (left) or APC (right) with -klotho. Spinal 

cords were obtained 3 days after LPC injection. (D) Relative intensity of -klotho 

protein expression in PDGFR-positive OPCs obtained from spinal cords of 

-klotho-conditional knockout mice 7 days after LPC injection (n = 3 each); P = 0.0062 

as determined by Student’s t-test or ANOVA with Dunnett’s test. Error bars represent 

s.e.m. NS indicates not significant. Scale bars: 20 m for A, B and D, 50 m for C.  
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Supplemental Figure 8 -klotho expression in OPC is essential for remyelination 

by peripheral hormone. 

(A) Representative images of spinal cord sections labeled for MBP. Spinal cord sections 

were obtained from -klotho-conditional knockout mice with or without FGF21 

treatment. Graphs show quantitations as indicated in the images (n = 4); P = 0.4997. (B) 

Representative images of brain sections double-labeled for GFAP and Ki67. Brain 

sections were obtained 7 days after injury. Graphs show quantitations as indicated in the 

images (n = 3); P = 0.8851 as determined by Student’s t-test. Error bars represent s.e.m. 

NS indicates not significant. Scale bars: 20 m for 200 m for A, 100 m for B.  
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Supplemental Figure 9 Diagrammatic illustration of this study. 

CNS is isolated from peripheral milieu by the vascular barrier. Therefore, CNS 

regeneration has been thought to be controlled by the CNS microenvironment in situ. 

However, CNS injury disrupts the vascular barrier, leading to leakage of circulating 

factors into the CNS. One of these factors, FGF21 expressed in pancreas, promotes 

OPC proliferation and subsequent remyelination. We propose that peripheral milieu 

regulates CNS regeneration. 
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Supplemental Table 1 Pharmacological screening of BrdU incorporation into 

OPCs after serum treatment. 

Inhibitors, except for PD173074 (10 nM), were used at a final concentration of 10 M. 

Inhibition ratios of BrdU incorporation was calculated by the following formula: 

Inhibition ratio = (Absorbance of the sample treated with serum and indicated inhibitor 

− Absorbance of the sample treated indicated inhibitor) / (Absorbance of the sample 

treated with serum − Absorbance of the control) × 100. A lower value indicates more 

inhibition.  

 

 


